We designed the equation and layers to produce a Priority for Restoration Score (PRS) ranging from 0 to B. miesrsii and P. splendens. We input georeferenced data of recorded individuals of both species as 1 9 2
presence points and climatic geospatial data gathered from the WorldClim database 1 9 3
(http://www.worldclim.org). Worldclim database consists in 19 bioclimatic layers generated from the 1 9 4 8 interpolation of climatic data compiled around the world with a resolution of ∼1 Km 2 (Hijmans et al. 2005 ).
9 5
Species-presence data was obtained from herbarium specimens, literature records, previous species 1 9 6 surveys, and data collected in several field campaigns during the year 2011. We aggregated species 1 9 7 presence points to match climatic data resolution avoiding pseudo replication. A total of 75 presence 1 9 8
points for B. miersii and 22 for P. splendens were included in the modeling procedure. 1 9 9 2 0 0
To ensure the quality of the final habitat suitability models and to reduce potential over-parameterization ( into values ranging from 0 to 10. We did this by dividing the probability values of each pixel by the 2 3 2 maximum probability value obtained in the entire grid, and then multiplying the resulting value by 10.
3 3
Generated layer was then resampled to 100 m/pixel through the bilinear interpolation method. To generate the future habitat suitability layer under a hypothetical climate change scenario, we re-2 3 8
projected the models generated in the PHS section by using projected climatic data for the period 2041- weighting scenarios, including a short-term (ST), a non-weighted (NW), and a long-term (LT) scenario 2 9 6 (Table 1) . 2 9 7 2 9 8
All GIS processing was performed using the free GIS platform Quantum GIS 2.6 Brighton (www.qgis.org).
9 9
Output layers generated from the SMCDA were "masked" to fit only the areas potentially suitable for the 3 0 0 assessed species. We did this by creating a masking layer composed by the aggregated area of present 3 0 1
and future niche modeling distribution. We used the "minimum presence threshold" value to set the 3 0 2 distribution boundary for each species. All final raster layers were translated to prioritization maps for 3 0 3
qualitative evaluation, and areas corresponding to the highest suitability scores (i.e. 9 and 10) where
computed for quantitative analysis. The six raster layers we generated to be used as inputs for the SMCDA are shown in Fig. 2 and southern parts of the study area, and a complete absence of these sites in northern area (Fig. 2f) .
4 5
Furthermore, PSC are mostly concentrated in the coastal mountainous range (between the Andes 3 4 6 mountain and the coast), whereas the coastal plains and zones adjacent to the ocean present only small 3 4 7
and highly isolated PSC (Fig. 2f) . There are important differences in the spatial patterns of PRS between the different weighting scenarios.
5 7
In general, both for B miersii and P. splendens, there is a decreasing average pixel PRS and increasing 3 5 8
spatial clustering when moving from the EST to the ELT scenario ( Table 2 ). The fragmented patterns of While the PRS under the five scenarios show general spatial patterns common to both species, the 3 6 4 amount of areas prioritized in the two highest suitability scores does not follow the same patterns (Fig 4) .
6 5
In the case of B. miersii the scenario prioritizing the larger amount of areas with the two highest suitability 3 6 6 scores (i.e. 9 and 10) is the EST, whereas for P. splendens is the ELT, which is the opposite scenario. At 3 6 7 the other hand, the scenario prioritizing the smaller amount of areas for B. miersii is the LT, whereas for 3 6 8 P. splendens is the ST. Results from our work highlight the usefulness of using a SMCDA approach to identify, evaluate and 3 7 4
prioritize sites for restoration at a regional scale. By using this approach we were able to identify and 3 7 5
quantify the best suitable areas for restoration initiatives of two threatened endemic species of the 3 7 6
Chilean Biodiversity Hotspot. The SMCDA provided a simple and transparent methodological framework 3 7 7
to integrate available spatial information, generating insightful knowledge readily usable by local decision-3 7 8
makers. Although we could have use additional spatial information as input layers for our approach, we 3 7 9
attempted to focus our analysis to spatial layers that can be gathered or easily generated elsewhere. In 3 8 0 view of that the aim of this work was not to present the proposed method as a definitive approach -and 3 8 1 neither our maps as definitive results, but rather to put in perspective the usefulness of the SMCDA as a 3 8 2 tool for spatial prioritization of sites for biodiversity restoration. Therefore, the relevancy, accuracy and reliability of the information contained in the input layers are key 3 8 9
factors for the quality and credibility of our results 3 9 0 3 9 1
Input layers 3 9 2 3 9 3
While we could theoretically include a large number of input variables in our SMCDA, the limited 3 9 4
availability of spatial information with adequate resolution importantly reduced the number of potential 3 9 5
input layers we could use. Furthermore, because the scope of our work was to develop a methodological 3 9 6 framework that can be used elsewhere, selection of input layers not only had to be based in the available 3 9 7
spatial information in our study area, but also in other regions with similar conservation challenges. was an expected result based in the much larger distribution of the former species compared to the later.
6 7
However, an interesting result from our work was that the total suitability areas for restoration of each 4 6 8 species changed in opposite direction when moving from the short-term to the long-term weighting 4 6 9 scenarios. Whereas weighting emphasizing long-term scenarios tended to reduce the availability of 
